Table S1
Microarray analyses of the VP8* proteins of P[10] and P [19] enteroviruses (at 25 µg/mL), antibodies to blood group antigens and the lectin Ulex europaeus agglutinin I (UEA-I) using the Macromolecule array of 30 mucin-enriched epithelial glycoproteins.
Table S2
Molecular ions and deduced monosaccharide compositions of the major components detected by MALDI-MS analyses and hexose contents in PSM neutral O-glycome fractions obtained by Bio-Gel P4 chromatography.
Table S3
Molecular ions and deduced compositions from MALDI-MS analyses of the NGLs derived from PSM neutral O-glycome fractions.
Table S4
Designations, lipid contents, molecular ions and deduced compositions (from MALDI-MS analyses) of PSM neutral O-glycome NGL fractions.
Table S5
Microarray analyses of the VP8* proteins of enteroviruses P[10] and P [19] (at 50 µg/mL), antibodies to blood group antigens and the lectin Ulex europaeous agglutinin I using the PSM neutral O-glycome primary beam search array.
Table S6
Microarray analyses of the VP8* proteins of the P[10] and P[19] enteroviruses using the secondary beam search array designated 'Fucase Array'.
Table S7
Microarray analyses of the enterovirus P[10] and P[19] VP8* proteins (at 50 µg/mL) using the array of sequence-defined probes designated F77/Ii array.
Table S8
Microarray analyses on a small glucan array set.
Scheme S1
Generation of fluorescent NGLs from a reduced O-glycan by conjugation to the amino lipid N-aminoacetyl-N-(9-anthracenylmethyl)-1,2-dihexadecyl-sn-glycero-3phosphoethan-olamine (ADHP).
Fig. S1
Flow chart of the preparation of O-glycome 'beam search' array.
Fig. S2
Relative binding intensities of the VP8* proteins of rotavirus P[10] and P[19] (at 25 µg/mL), antibodies and the lectin Ulex europaeus agglutinin I in the mucin glycoprotein (primary beam search) array.
Fig. S3
Gel filtration chromatography of the products of reductive alkaline hydrolysis from PSM.
Fig. S4
High performance TLC of the large scale NGL reaction mixtures of PSM neutral-glycan alditol fractions d to k.
Fig. S5
High performance TLC of the pooled PSM neutral O-glycome NGL reaction mixture fractionated on a silica cartridge.
Fig. S6
Beam search array data from exploratory experiments to explore binding of the VP8* protein of rotavirus P[19] to arrayed neutral O-glycome NGL fractions from PSM. Cys 745 (Pro) -NS  712  ----438  1,763  32  63  -12 Cys 754 (Pro) -NS  ------1,030  -8  -13 Cys 756 (Pro) -NS  82  242  ---58  3,359  13  146  -14 Cys 756 (Trp) -NS  2756  3102  ---715  226  9  625  -15 Cys (Pep) -NS  17072 7781  --3,479  -2  33 --27  Tij 10% 2x (Pep)-S  9792  5434  1,812  738  7,535  11,972 23,692  18,269 22,773  -Other glycoproteins  28  HCA  --NI 6  NI  NI  NI  NI  NI  NI  NI  29  Porcine gastric mucin-'S'  16533 5612  10,256  794  52,423  15,130 26,023  40,912  236  9  30  Bovine submaxillary mucin  3944  2665  -311  7,168  1,963  6  3 3 -1 Position in the array 2 Samples 1-17 and 23 were mucin enriched preparations from ovarian cystadenoma fluid samples(1); 18-22 were enriched from meconia by protease digestions and ethanol precipitation; Samples 24-27 were purified glycoproteins from ovarian cystadenoma glycoproteins(2); sample 28 was a glycoprotein extract from human lung cancer (3, 4) . 3 Trp, Pro and Pep refer to trypsin, Pronase, or pepsin enzyme treatments for solubilizing mucin-type glycoproteins. 4 S, NS refer to secretor or non-secretor status where designated in archival records. 5 -, Fluorescence signals less than 1 6 NI means not included in the analyses. The P[10] and P[19] VP8* proteins were analysed with Mucin array set 2 and antibodies and UEA-I were analysed on Mucin array set 3. 1 Of the thirteen fractions designated a to m, fractions a-c, l and m contained little or no detectable carbohydrate and are not shown. 2 Relative intensities of molecular ions: 80-100, red; 10-70, green; less than 10, black. 3 Abbreviations: dH: Deoxyhexose ; H: Hexose; N: N-acetylhexosamine or, N-acetylhexosaminitol). 4 Hexose to the nearest milligram. dH2H3N2-OX 1 OX: -OCH2-CH(NHAc)-CH2OH-CH2-ADHP, derived from a branch 3-linked to core GalNAcol OY: -OCH2-CH2-ADHP derived from a branch 6-linked to core GalNAcol.
Abbreviations for monosaccharides and colour code for relative intensities of molecular ions are as in foot note of Table S2 . Tables S2  and S3 . 2 The amount of fluorescent lipid in nanomoles. 3 Fractions MHP1 and LHP1 to LHP4 at the solvent front contained lipid but no detectable carbohydrate. 4 ? , Unspecified component. 5 Position in the array. 6 Fluorescence signals shown are at 5 fmol of lipid per spot; -, signal less than 1. 7 Subfractions M15 to M19 of the 'middle' migration NGLs were pooled and refractionated by HPLC yielding 20 fractions designated M15-19 HP1 to M15-19 HP20. 43  M15-19 HP20 ----------44  LHP1  ----110  297  ----45  LHP2  ----250  1,875  -44  --46  LHP3  ---869  120  580  ----47  LHP4  ---12  428  2,529  22  ---48  LHP5  --2,349  732  1,857  17,473 1,260  111  --49  LHP6  ----468  20,522 7,298  133  --50  LHP7  ---263  3, Orsay-1-AO
Orsay-4-AO
28,382
14 Orsay-5-AO
13,668
15 Orsay-6-AO
-

TFLNH
Galβ-4Glc-DH │ Fucα-2Galβ-3GlcNAcβ-3 9,945 18,663
A-Hexa-T1
GalNAcα-3Galβ-3GlcNAcβ-3Galβ-4Glc-DH │ Fucα-2 713 2,308
1,762
--56 PIII de Fuc (according to proposed structures) 
Non-covalent Immobilization
The lipid-linked glycan probes were formulated as liposomes by adding carrier lipids, phosphatidylcholine and cholesterol (Liu et al., Methods Mol. Biol. 2012) for robotically arraying and non-covalent immobilization on nitrocellulose-coated glass slides. Glycoproteins were arrayed in water
Arrayer (Printer)
Description of Arrayer Noncontact arrayer, Nano-Plotter (Gesim, Germany)
Dispensing mechanism Non-contact liquid delivery with four dispensing tips.
Glycan deposition
Approximate 0.33 nl was printed for each spot.
Each glycan probe was printed at two levels (2 and 5 fmol per spot) in duplicate. Each glycoprotein was printed at 30 and 170 pg hexose per spot
Printing conditions
The printing solutions are detailed in Online Methods
5. Glycan Microarray with "Map"
Array layout Each array slide contained 16-pad subarrays of glycan probes printed at two levels in duplicate (four spots for one probe in a row) as detailed in Material and Methods.
Glycan identification and quality control
Antibodies and plant lectins variously used to identify glycan sequences in the macromolecule array and in the primary and secondary NGL arrays are described in Material and Methods and the binding data are in Tables S1, 5 and 6.
6. Detector and Data Processing
Scanning hardware ProScanArray microarray scanner (PerkinElmer LAS, Beaconsfield, UK) or GenePix 4300A (Molecular Devices, Sunnyvale, USA).
Scanner settings
Scanning resolution: 10 m / pixel (this resolution is adequate for the sizes of sample spots)
Laser channel: Red (scan wavelength 633 nm)
PMT gain 35 for ProScanArray; PMT Voltages 350V for GenePix
